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Change Dataset - current dataset: Tumor Neuroblastoma public - Versteeg - 88 - MAS5.0 - ul33p2

| Type here or use the dropdown menu to select a dataset hd

Sel . |Spec..Y |Datatype Y ?eg/‘(m " Platform Y [Normalizat. . |N Y | Author Y |Accessi. Y |Released .Y |R2 date Y |Access Y

[sele | |[setect Fitte | Selec = ||freurob —_ [setectFit ~|| [~ m B |[seleat ~
|M£| hs miRNA data Tumar Meuroblastoma mirbase22 tmm a7 Bell 2000-01-01 | 2019-12-15 |public
iSe];ect| hs Expression da... Tumor MNeuroblastoma agddkowaolf custom 549 Kocak gsed5547 |2013-03-28  2013-05-08 | public
|Sel;ect| hs Expression da_ |Tumor | Neuroblastoma us5a custom 101 Maris GSE3960 |2006-01-04 |2000-01-01 |public
@l hs Expression da.. | Tumor Neuroblastoma amexp255 custom 251 Oberthuer E-TABM-38 | 2000-01-01 |2010-01-29 |public
!_Sﬂl hs Expression da... Tumor Meuroblastoma ag44kowalf custom 498 SEQC gsed49710 |2014-10-21 |2014-11-03 |public
|Sdi| hs Expression da.. Tumor Neuroblastoma seqconbl RFM 498 SEQC gse62564 | 2014-10-22  2014-11-03 | public
|Sei_ed:| hs Expression da..| Tumor Neuroblastoma (Stage IV) agddkowolf custom 27 Capasso gse79910 |2016-04-05 |2017-05-10 |public
|Sel;ect| hs Expression da... Tumor Meuroblastoma ALT gencodel19 om 144 Westermann 2020-10-28 |2020-10-30 |public
|Sel;ect| hs aCGH data Tumaor Meuroblastoma HR gent0035 custom 558 de Preter 2000-01-01 |2020-02-11 |public
iSei;ed:| hs Expression da.. Tumor MNeuroblastoma Primary huex10t rma_sketch . | 283 NRC gse85047 | 2018-07-02 | 2018-09-05 | public
1] i
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Change Datasat - current dataset: Tumor Neuroblastoma - Kocak - 649 - custom - ag44kcwolf
| Type here or use the dropdown menu to select 3 dataset -

Sel.. |Spec..y |Datatype Y |Categ..y |Tissue/Tumor " Platform v MNormalizat " N | Author Y |Accessi. Y |Release d. . |R2 date Y Access YV

|Sele v | || Select Filte » ||| Selec + | [neurobl | Select Filt vi |t| @ ﬁ | Select *
Is | hs miRNA data Tumaor Neuroblastoma mirbase22 tmm a7 Bell 2000-01-01 |2019-12-15 | public
|Sefe¢| hs 5 Expression da. | Tumor Neuroblastoma agddkcwolf custom 649 Kocak gsed5547 | 2013-03-28 2013-05-08 | public
'___ -h{ Expression da..| Tumor MNeur oblastom a ud5a custom 101 Maris GSE3960 |2006-01-04 |2000-01-01 |public
|Seiect| hs Expression da...| Tumor MNeuroblastoma amexp255 custom 251 Oberthuer E-TABM-38 | 2000-01-01 |2010-01-29  public
|Se|ect| hs Expression da...| Tumor Neur obl astom a agddkowolf custom 498 SEQC gsed49710 | 2014-10-21 |2014-11-03  public
lSe!ect! hs Expression da..| Tumaor Meuroblastoma seqcnb 1 RFM 498 SEQC gsef2564 |2014-10-22 | 2014-11-03 | public
ISa‘ect| hs Expression da._| Tumaor Neuroblastoma (Stage V) agddkcwolf custom 27 Capasso gse79910 |2016-04-05 | 2017-05-10 |public
|5’eiecf:| hs Expression da..| Tumor Meuroblastoma ALT gencodeld tom 144 Westermann 2020-10-28 |(2020-10-30 |public
|SeJect! hs aCGH data Tumar Neuroblastoma HR gentoos custom 556 de Preter 2000-01-01 |2020-02-11 | public
|Seiect| hs Expression da...| Tumar Neuroblastoma Primary huex10t rma_sketch . | 283 NRC gse85047 |2018-07-02 | 2018:09:085i@yblic- om
4] [ ¥
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Kaplan-Meier analysis using a data set

Current dataset:
Tumor Meuroblastoma - Kocak - 849 - custom - ag44kcwolf @
| Change Dataset |
Separate by: a categorical track ¥
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nmerical trac




vy [5 | @ httpsy//hgserverl.amc.nl/cgi-bin/r2/main.cgi R F &5 - 4

Kaplan Meier Scanner:
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— Tumor Neuroblastoma
Kocak - 649 - custom - ag44kcwolf
MYCN (UKv4 A 24 P94402)
Expression cutoff: 15352.3 (min.grp=8)
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Follow up in months
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Subset track:
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View MYLN N Zgeneaview

Gene / Reporter: MYCHM Ukwd_A_24 P94402 advanced search
icutoff_modus: scan v |
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